Corynebacterium auriscanis strain CYSP08 – Isolated by Kim Kelderman from an air plate exposed in a teenager's (Carley Saunders) room in Penryn, California.  This 1451-base sequence showed 100% similarity (1409/1409) with a 1424-base sequence from Corynebacterium auriscanis strain CCUG 39783 isolated from a dog.  The bit score was 2603, the accession number AJ243819.  These Gram-positive, club-shaped bacilli are described as being aerobic, non-fermentative, catalase-positive bacteria capable of forming aerobic acid from glucose, but not from lactose, sucrose, xylose, maltose or mannitol.  They are esculin variable, CAMP-negative, acetoin-negative, starch-negative, gelatin-negative and urease-negative.  This isolate was found to have similar characteristics, but did not form aerobic acid from glucose and was positive for urease.   
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