Serratia marcescens – This 1444 base sequence shows 99% similarity with a 1457 base gene bank sequence from Serratia marcescens strain SDLH-I, with 1443/1444 bases matching pairwise.  The bit score is 2662.  Isolated from a nasal swab sample taken by Omatalani Oluwafemi during the fall semester of 2008.  
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